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" How do influenza A viruses evolve within and
between individual hosts?

By using an animal infection model, we can understand how influenza A viruses evolve within hosts
and between hosts during transmission to better prepare for seasonal epidemics and pandemics®

Problem: Do not know how advanced viruses emerge initially Competing forces can shape viral evolution

How are more advanced viruses selected for within and between hosts? :;:

One virus can be better (more fit) compared to another virus.
Better virus “wins” over the worse (less fit) virus.
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virus and less fit viruses over time

Less advanced Random changes in the frequency of the more fit .
Use animal infection model in two different contexts to understand this (interferes with the more fit virus winning) ‘

Selection of seasonal influenza A viruses within hosts with Selection of influenza A viruses between hosts during transmission
pre-existing immunity
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What conditions enable antigenically advanced viruses to succeed within hosts with pre-existing immunity? Do more fit viruses succeed between hosts during transmission?

Experimental system Important to understand how influenza A viruses evolve
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Design better vaccines
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Improve pandemic preparedness
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Understand how influenza A viruses evolve
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