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Modular Pathway Expansion in Acinetobacter
baylyi ADP1 to Exploit Aromatic Compound
Metabolism for Biotechnology

Bacterial pathways for aromatic compound metabolism have diverse biotechnology applications including lignin valorization. This project
exploits the genetic system of a soil bacterium, Acinetobacter baylyi ADP1, for the development of synthetic biology methods to create
new biochemical pathways. This approach builds on the modular nature of pathways that funnel diverse aromatic compounds to central
metabolism. The goals of this project are threefold: (1) design and modify novel pathways for biotechnology, (2) generate enzymes for
metabolic engineering or in vitro catalysis, and (3) analyze mutations to characterize their metabolic effects.
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Toxic infermediates may prevent growth Independent chromosomal amplification
when modules have not coevolved of module genes accelerates evolution
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